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Detect pathogens
with metagenomics

Key Words
Metagenome  a genome sample containing the genomes of multiple organisms
Assembly identifyting the individual genomes represented in a metagenome
Retference known genomes used for assembly & stored in a digital library
Data

Human genome size (bp)
1.4x10" 12 base pairs (bp) '
All reference genomes size (bp)

600,000 genomes
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